Sakowa_NP_001158461.1_Sox14_21-like_protein_[Saccoglossus_kowalevskii]

0,39
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Stpurp_NP_999638.1_transcription_factor_SoxB2_[Strongylocentrotus_purpuratus]

|— Brbelc_XP_019634884.1_PREDICTED_LOW_QUALITY_PROTEIN_transcription_factor_Sox-14-like_[Branchiostoma_belcheri]
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Sccani_XP_038674526.1_transcription_factor_Sox-21-B_[Scyliorhinus_canicula]

0,85

0,86

0,82

0,96

Xetrop_XP_002939326.1_transcription_factor_SOX-21_[Xenopus_tropicalis]

Hosapi_NP_009015.1_transcription_factor_SOX-21_[Homo_sapiens]

0,79
Dareri_NP_001009888.1_transcription_factor_Sox-21-B_[Danio_rerio]

0,99

Xetrop_NP_001093703.1_transcription_factor_Sox-14_[Xenopus_tropicalis]

0,92
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Dareri_NP_001032769.1_transcription_factor_Sox-14_[Danio_rerio]

0,91
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Pemari_XP_032827850.1_transcription_factor_Sox-1-like_[Petromyzon_marinus]



